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Sulawesi’s isolation, facilitated by the long-term absence of land bridges to other is-
lands within Island Southeast Asia, has led to a large number of endemic fauna. Sula-
wesi hosts just three large indigenous mammals: a bovid (the Anoa, Bubalus sp.) and 
two suids, the Sulawesi Warty Pig (Sus celenbensis) and the Babyrousa (Babyrousa sp.), 
though for each, the number of species, the geographical distribution, and the coinci-
dence of phylogeographic boundaries between species remain unknown. In addition, 
questions related to the origins and dispersal trajectories (both temporal and geogra-
phical) of these species to Sulawesi are also unresolved.
In order to begin to address these fundamental questions, we have initiated a 
multidisciplinary including the use of both genetic and morphometric approaches 
using modern and museum material. Here, we present the results of mitochondrial 
and microsatellite datasets on all three species. More specifically, we discuss the 
phylogeographic patterns of each species individually and show how a comparison of 
the population boundaries bolsters or undermines claims for vicariance or dispersal of 
these taxa to Sulawesi.
